-Immunoblot analysis of PPARβ/δ expression during MDM differentiation. The blot shows the data for cells from four different donors used for the quantification in Figure 1B . Red arrows: PPARβ/δ bands, identified by siRNA-mediated knockdown (bottom right blot). Blue arrows: lactate dehydrogenase (LDH; loading control). PPARβ/δ bands were quantified (ChemiDoc MP) and adjusted to LDH band intensities( Figure 1B ). The immunoblot of donor 2 MDMs shows that the agonist L165,041 (L) and the inverse agonist ST247 (ST) have no effect on PPARβ/δ protein expression. Figure S2 -Re-ChIP analysis of PPARβ/δ-RXR complexes at the PDK4 enhancer in MDMs. After differentiation for 7 days, MDMs (sample size = 5) were fixed with formaldehyde, and sequential ChIP (ChIP re-ChIP) was carried out with sc-7197 anti-PPARβ/δ (Santa Cruz), sc-553 anti-RXR (Santa Cruz) or rabbit IgG I5006 (SigmaAldrich). For re-ChIP, chromatin complexes were eluted with 50 µl of 1X TE containing 2% SDS, 15 mM DTT and protease inhibitors for 30 min at at 37 °C with agitation. After centrifugation, the supernatant was diluted 30X with dilution buffer (50 mM Tris pH 8.0, 200 mM NaCl, 5 mM EDTA, 0.5% NP40). The second round of IPs was carried out as described in the Methods section. DNA was analyzed by qPCR with primers for the PDK4 upstream enhancer and an irrelevant control region as in Figure  1D . The control primers had the following sequences: AAGGGATTTCCCCAGCAG (forward); GAAATAGCAGGGACCTCGTG (reverse). 
